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KALKO D32
KAIKObase is a unified silkworm genome Drowser with 4 map browsers, 1 gene viewer, and 2 independent database.
o PGmap : physical map and genstic linkage map for each cnromosome
. ummmp integrates the FGmap with genome contlg, BAC-onds, Fesmid-ends and Fﬁc (Fingor Print Contigs).
° UTGH : genome browser based on the UTGE developed by Morishita Lab. Univ, of Tokyo,
o GBrowss : gencme annotation viewer based on GBrowse developed by GMOD.
« GaneViswsr : gone information wewer based on the gone wewer of KAIKOGAAS.
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